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The expression and prognostic value of myeloid zinc finger 1

in ovarian cancer

CHEN Rui-fang, YUE Hui-ran, LI Wen-zhi, LU Xin, LI Jun”
(Department of Gynaecology , Obstetrics and Gynecology Hospital, Fudan University ,Shanghai 200011, China)

[ Abstract] Objectives To evaluate the expression and prognostic value of myeloid zinc finger 1 (MZF1)
in ovarian cancer. Methods We first analyzed the differential expression of MZF1 among fallopian tube
epitheliums, low malignant potential ovarian tumors (borderline ovarian tumor) , and ovarian cancers using Gene
Expression Ominus (GEO) database (GSE10971 and GSE12172 datasets). Then, we assessed the relationship
between MZF1 expression and overall survival (OS) of ovarian cancer patients using GEO database and The
Cancer Genome Altas (TCGA ) database.Finally, gene set enrichment analysis (GSEA ) was performed to
identify the potential MZF 1-associated signaling pathways in ovarian cancer patients. Results (1) MZF1
expression was decreased in ovarian cancers compared with that in fallopian tubes and low malignant potential
ovarian tumors; (2) In optimally debulked ovarian cancer patients, increased expression of MZF1 was associated
with improved progression free survival and overall survival; (3) GSEA indicated that the genes involved in
inflammatory response, epithelial-to-mesenchymal transition, angiogenesis, and adipogenesis were strongly
enriched in ovarian cancer tissues with relatively low expression of MZF1. Conclusion MZF1 expression
was decreased in ovarian cancer tissues, and increased MZF 1 expression was associated with a better clinical
outcome. MZF1 may play a tumor-suppressive role in ovarian cancer.

[Key words] ovarian cancer; myeloid zinc finger 1 (MZF1); prognosis; gene set enrichment analysis
(GSEA)
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Fig1 The differential expression of MZF1 between fallopian

tubes epithelium and ovarian cancer tissues
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Fig 2 The differential expression of MZF1 between
borderline ovarian tumors (BOT) and ovarian cancer tissues
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A, B:1In optimally debulked ovarian cancer patients, increased expression of MZF1 was associated with improved PFS (A) and OS (B).C,D:

In suboptimally debulked ovarian cancer patients, both PFS (C) and OS (D) were not significantly different between patients with low MZF1

expression and high MZF 1 expression.
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Fig3 The association of MZF1 expression with the survival of patients with ovarian cancer
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GSEA indicated that the genes involved in inflammatory response (A) , epithelial-to-mesenchymal transition (B) , angiogenesis (C) , and

adipogenesis (D) were strongly enriched in ovarian cancer tissues with relatively low expression of MZF 1.
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Fig4 GSEA between tumors with high MZF1 expression and tumors with low MZF1 expression
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